To confirm our estimate of the dimer as a biological unit by means of crystallographic analysis, we performed measurements of SAXS and DLS of CGL1s in a solution. Average diameters that were calculated from SAXS and DLS measurements (Supplementary Tables S2 and S3, 
Dynamic Light Scattering (DLS).
Solutions of native and recombinant CGL1 in the presence and absence of 100 mM mannose were made: 1 mg/mL (native) and 6 mg/mL (recombinant) in TBS. The samples were analyzed in small-volume plastic cuvettes using a Zetasizer Nano ZS instrument (Malvern).
Particle diameters were recorded as a frequency distribution curve, and the average diameter was calculated.
Small-Angle X-ray Scattering (SAXS).
The SAXS measurements were taken on the beamline BL-10C at the Photon Factory (Tsukuba, Japan). The wave length of 1.488 Å and the specimen-to-detector distance of 958.8 mm were used, and all measurements were carried out at 25 °C in a temperature-controlled cell holder. The duration of the SAXS analysis of native and recombinant (wt) CGL1 (concentration ~3 mg/mL) was 300 and 60 s, respectively. The radius of gyration (R g ), forward
scattering intensity (normalized to the protein concentration, J(0)/C), and maximum particle dimension (D max ) were then calculated. The calculation of the SAXS profile of the X-ray structure of CGL-1 (PDB code 4YJ8) was carried out with the program CRYSOL 1 .
Measurement of Thermal Stability of the CGL1 using Sugar-Polyamidoamine Dendrimer

Conjugates (Sugar-PDs).
For preparation of PD conjugated with carbohydrates, we used a method described previously 2 . For measurements of the carbohydrate-binding activity of the CGL1, mannotriose-PD was prepared in the same way. The carbohydrate-binding activity was evaluated according to the increase in Rayleigh scattering of the CGL1 solution after addition of various sugar-PD solutions as a function of the complex formation. After recording the initial scattering intensity at 420 nm with the lectin solution (nCGL1, 30 µg/mL, 1 mL; wtCGL1, 6.2 µg/mL, 1 mL) in TBS using a Model 
SDS-PAGE.
This procedure was carried out according to the method of Laemmli 3 . The samples were heated in the presence or absence of β-mercaptoethanol for 4 min at 95 °C before loading onto the gel. The proteins on the gels were visualized with Coomassie Brilliant Blue R-250.
Hemagglutination Assays.
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